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In the title compound, C 12 H 10 N 6 S, a weak intramolecular C-HÁ Á ÁS hydrogen bond stabilizes the molecular conformation. The pyrazole and triazole rings form a dihedral angle of 17.82 (8) . The molecule adopts an E configuration with respect to the central C N double bond. In the crystal, intermolecular N-HÁ Á ÁN and N-HÁ Á ÁS hydrogen bonds link molecules into chains propagating in [201] .
Related literature
For applications of Schiff bases, see: Kahveci et al. (2005) ; Bekircan et al. (2006) ; Singh & Dash (1988) . For a related structure, see: Fun et al. (2010) . Table 1 Hydrogen-bond geometry (Å , ). 
Experimental
Data collection: APEX2 (Bruker, 2009 ); cell refinement: SAINT (Bruker, 2009 ); data reduction: SAINT; program(s) used to solve structure: SHELXTL (Sheldrick, 2008) ; program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL and PLATON (Spek, 2009 (Kahveci et al., 2005) , anticancer (Bekircan et al., 2006) and antifungal (Singh et al., 1988) activities. Recently, we have reported the crystal structure of (Fun et al., 2010) . In continuation of our studies of triazole derivatives, the title compound, (I), has been synthesized. Herewith we present its crystal structure.
In (I) (Fig. 1) , the central pyrazole ring (N1-N2/C7-C9) makes dihedral angles of 37.64 (8) and 17.82 (8)° with the adjacent phenyl (C1-C6) and triazole (N4-N6/C11-C12) rings, respectively. The dihedral angle between the terminal phenyl (C1-C6) and triazole (N4-N6/C11-C12) rings is 47.08 (9)°. The molecule adopts an E configuration about the central C10═N3 double bond.
In the crystal structure, intermolecular N6-H1N6···N1 and N2-H1N2···S1 (Table 1) 
An equimolar mixture of 4-amino-4H-1,2,4-triazole-3-thiol (0.116 g, 0.001 mol) and 3-phenyl-1H-pyrazole-4-carbaldehyde (0.172 g, 0.001) in ethanol were refluxed for 7-8 hours in presence of catalytic amount of sulfuric acid. The precipitated solid was filtered, washed with ethanol and recrystallised from ethanol-dioxane mixture. Yield: 0.214 g, 79.25%. M.p-526-528 K.
Refinement
Atoms H1N2 and H1N6 were located from a difference Fourier maps and isotropically refined. The remaining H atoms were positioned geometrically [C-H = 0.93 Å] and were refined using a riding model, with U iso (H) = 1.2 U eq (C). Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq S1 0.40558 (10) 0.78578 (2) 0.54047 (2) 0.04665 (12) 
